Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Experimental Phenol (1.88 g, 20 mmol) was mixed with sodium hydroxide (0.08 g, 20 mmol) in several drops of water. The water was then evaporated. The paste was heated with 2-(chloromethyl)benzimidazole 3.30 g, 20 mmol) at 423-433 K for 6 h. The product was dissolved in water and the solution extracted with chloroform. The chloroform phase was dried over sodium sulfate; the evaporation of the solvent a brown product; this was purified by column chromatography with an ethyl acetate/hexane mixture. Crystals were grown from this solvent system gave well shaped colorless crystals along with some unidentified brown material.
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Refinement
Anomalous dispersion was negligible and Friedel pairs were merged before refinement.
The C-bound H-atoms were placed in calculated positions (C-H 0.95-98 Å) and refined as riding with U(H) = 1.2U eq (C). The N-bound H atoms were located in a difference map, and were refined with a restraint of N-H 0.88±0.01 Å; their U iso values were freely refined. Figures   Fig. 1 . The molecular structure of (I) with displacement ellipsoids shown at the 70% probability level. Hydrogen atoms are drawn as spheres of arbitrary radius. 
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